Supplemental Table   Supplemental Table S1 : The profile of each sample for human.
Supplemental Table S2 : Gene expression from the microarray data set. Ratio > 1.5
indicates significantly up-regulated in the Foxo1 +/-mice compared with WT mice (n = 3 per group).
Supplemental Table S3 : Analysis for the molecular interactions between DRGs such as gene expression, activation, post-translational modification, and physical interactions. 
Foxo1
+/-mice. High magnification insets illustrate collagen fibril diameter in this tissue. 2 (B) Histograms of fibril diameters indicate total range of fibril diameters in intact skin 3 from at least 3 fields of wound site from each mice of WT (n = 839 fibrils from 5 mice) 4
and Foxo1 +/-(n = 864 fibrils from 5 mice). Scale bar = 1 μm and 100 nm (inset). 
